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Panchla blocks in district Howrah, West Bengal, India. Rapid
Response Team (RRT) started investigating and containing
the outbreak and also initiated surveillance for human cases
with their management.
Methods: An observational study in the form of fever
surveillance was conducted among all age groups between
26.01.’08 to 25.02.’08 within 10 km. radius of the epicen-
tre of the outbreak [0-3 km. daily and 3-7 km twice a week].
Fever with Upper Respiratory Tract Infection (URTI) of the
mentioned areas were considered as suspected H5N1 cases.
They were observed, investigated and treated. Culling of
poultry was done within 5 km radius by animal husbandry
department. Cullers were checked twice daily before and
after culling by Medical Ofﬁcers and both were put on
Oseltamivir prophylaxis. Daily report of surveillance and
culling was prepared and transmitted and a 24 hours control
room was functioning. Disinfection and extensive advocacy
were conducted in the affected and adjacent areas.
Results: Out of 734 villages of 14 blocks of the district,
two villages of two blocks were affected. Fever surveillance
was conducted among 29,87,062 population of 186 villages
in ﬁve blocks and nineteen wards of Uluberia Municipality
with a result of 786 suspected cases. 418 cases attended
in OPDs. Two suspected cases were admitted in IPD and
later transferred to tertiary centre. H5N1was excluded after
laboratory investigation. Attack Rate of fever & URTI was
0.40/1000 without any case fatality. 1,60,264 birds, 1,013
eggs and 12,672 kg poultry feed were culled.
Conclusion: Outbreaks of Avian Inﬂuenza among birds
occurred in two villages were contained by timely and
successful public health intervention. Avian Inﬂuenza did
not contract human. Recommendations were to continue
surveillance on human fever & URTI and also on poultry and
migratory birds; RRTs are to be extended up to block level
and adequate medicines and logistics are to be procured to
combat any future outbreak.
doi:10.1016/j.ijid.2010.02.445
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How different is Chikungunya from Dengue?
A. Chow ∗, D.C. Lye, V. lee, M.K. win, A. Tan, Y.S. Leo
Communicable Disease Centre, Tan Tock Seng Hospital, Sin-
gapore, Singapore
Background: Dengue fever has been endemic in Singa-
pore since the 1960s. However, indigenous transmission of
chikungunya fever has only been reported in 2008. As clin-
ical features of chikungunya mimic that of dengue, it is
important to identify key factors that can differentiate the
two Aedes mosquito-borne infections at ﬁrst presentation to
hospital.
Methods: We conducted a case-control study on 117
patients conﬁrmed with chikungunya infection on reverse
transcription-polymerase chain reaction (RT-PCR) during the
August 2008 outbreak, and hospitalised at the national
infectious disease referral center in Singapore. These were
compared to 917 PCR-conﬁrmed dengue fever patients
(including 55 with dengue haemorrhagic fever [DHF]) hos-
pitalized at the center during the 2004 dengue outbreak.
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Results: The mean ages of chikungunya and dengue
atients were 39.7 years (SD 12.7 years) and 33.8 years
SD 12.2 years) (p = 0.000) respectively. At presentation
o hospital, chikungunya patients were signiﬁcantly more
ikely to have arthralgia/myalgia (OR 7.84, 95%CI 3.41-
8.05, p = 0.000), rash (OR 1.83, 95%CI 1.24-2.69, p = 0.002),
nd conjunctivitis (OR 95.06, 95%CI 12.15-743.55, p = 0.000)
han dengue patients, but less likely to present with
norexia (OR 0.17, 95%CI 0.09-0.31, p = 0.000), nausea (OR
.21, 95%CI 0.12-0.35, p = 0.000), vomiting (OR 0.14, 95%CI
.07-0.28, p = 0.000), abdominal pain (OR 0.21, 95%CI 0.08-
.56, p = 0.001) and diarrhoea (OR 0.11, 95%CI 0.04-0.31,
= 0.000). Chikungunya patients had signiﬁcantly higher
adir leukocyte (median 5.1 vs 2.8× 109ˆ/L, p = 0.000) and
latelet counts (median 192 vs 79× 109ˆ/L, p = 0.000), but
ower peak alanine aminotransferase (median 28 vs 62 U/L,
= 0.000) and aspartate aminotransferase (median 34 vs 102
/L, p = 0.000) levels, compared to dengue patients.
Compared to chikungunya patients, DHF patients had
n odds of 8.44 times (95%CI 2.22—32.10, p = 0.001) of
aving tachycardia (pulse > 100/min), 9.10 times (95%CI
.99-83.43, p = 0.037) of hypotension (systolic blood pres-
ure < 90mmHg) and 83.3 times (95%CI 17.9- 333.3, p = 0.000)
f gum bleeding, at presentation.
On multivariate analysis, the presence of arthral-
ia/myalgia, presence of rash, presence of conjunctivitis,
he absence of gastrointestinal symptoms, and absence of
hrombocytopenia were independent predictors of chikun-
unya.
Conclusion: Chikungunya patients can be differentiated
rom dengue patients at ﬁrst presentation to hospital. They
ere signiﬁcantly more likely to have arthralgia/myalgia,
ash, and conjunctivitis, but less likely to present with gas-
rointestinal symptoms, and thrombocytopenia.
oi:10.1016/j.ijid.2010.02.446
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ommunity-acquired Staphylococcus aureus infection in
reviously healthy neonates
. Berberian1,∗, G. Castro2, H. Lopardo3, C. Hernandez4,
. Mónaco5, M.T. Rosanova3
hospital de pediatria JP garrahan, buenos aires, Argentina
hospital de pediatria JP garrahan, Buenos Aires, Argentina
Hospital de Pediatria Dr. Juan P. Garrahan, Buenos Aires,
rgentina
Hospital de Pediatria JP Garrahan, Buenos Aires, Argentina
Hospital de Pediatría JP Garrahan, Buenos Aires, Argentina
Background: Community-Aquired S aureus (CA-Sa) resis-
ance are changing in the last ten years in Argentina,
ncreasing methicillin-resistant S aureus (MRSA) strains. First
ase in our neonatal unit was diagnosed in 2006.
Objectives: Identify clinical features, risk factors, sensi-
ility and outcome of neonate with CASa infection.
Methods: Prospective observational study. We included
reviously healthy patients) 30 days of age admitted to the
eonatal unit with CA-Sa infection from 2006 to 2009. We
eﬁned CA-Sa infection based on CDC guidelines.
Results: We included 9 healthy neonate with CA-Sa infec-
ion. Vaginal labor was present in 7/9. Mean gestational age
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9 weeks, weight 3325 g, and < 3 birth hospital days .Of
S aureus infections, 5 (56%) were MRSA .Six of 9 were
ale. Median age at symptoms onset was 12 days (r:9-18).All
nfection involved skin and soft tissue (9/9) with pustulo-
is, omphalitis, mastitis, chest, facial/neck, inguinal and
oin abscesses. Five of 9 had severe manifestation: sepsis,
stheoarticular infection, orbital cellulitis and necrothizing
neumonia. Culture positive were obtained in 7 from soft
issue, 4 blood and 2 joint. All received sistemic antibiotics.
our of 5 (80%) and 2/ 4 (50%) MRSA and MSSA infections
espectively required surgical drainage. One patient died
ecause of sepsis.Maternal skin/soft tissue infection history
ccured with 3/ 4 MRSA versus none of MSSA infections.
Conclusion: Epidemiology of CA-Sa infection is changing
ven in the newborn period, with increasing MRSA strains.
ale neonates 9-18 days of life were affected more often,
aternal infection and surgical drainage has a strong asso-
iation with MRSA isolation.
oi:10.1016/j.ijid.2010.02.447
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tiologic aspects of 341 cases of acute undifferentiated
ebrile syndrome (AUFS) in southeast Brazil
.S. Gonc¸alves da Costa ∗, L.M. Carvalho valle, M.E. Brigatte
Hospital Monte Sinai & Suprema Medical School, Juiz de
ora MG, MG, Brazil
Background: The etiologic nature of the acute undiffer-
ntiated febrile syndromes (AUFS) has been a challenge
verywhere. This last aspect has been overwhelming in
eveloping countries like Brazil where limited information
as been available. We systematically sought the etiology
f AUFS in 341 in and outpatients seen from the city of Juiz
e Fora, Minas Gerais State, Brazil, during a 5 years period.
Methods: Three hundred and forty one consecutive in and
utpatients with AUFS were studied. Serological tests for
ickettsial infections were performed by microimmunoﬂu-
rescence with ‘‘in door’’ slides using antigens from CDC
tlanta USA: Ehrlichia chaffeensis, Coxiella burnetii , Rick-
ttsia typhi , Rickettsia rickettsii, Bartonella henselae and
artonella quintana.
Rickettsia felis identiﬁcation was done by PCR in the
ttacking ﬂeas. Serological tests for salmonellosis, brucelo-
is, toxoplasmosis, leptospirosis, CMV, EBV, Mycoplasma
neumonia, Chlamydia pneumoniae, Lyme’s disease, bru-
ellosis, HIV and dengue fever were performed in referral
ommercial laboratories. Inﬂuenza antigens tests, Toxocara
anis and hantanvirus serologic tests were performed in
atients with speciﬁc strong epidemiological and clinical
vidence. Blood and other materials cultures were locally
erformed.
Results: Dengue fever was the most frequent diagnosis
ith 78 cases (22.9%). Fifth-three rickettsial infections gave
ise to 15.5% of etiologies leaded by spotted fever group
ickettsiosis with 19 cases (5.6%) 3 of then Rickettsia felis
nfections (0.9%). Q fever - 14 cases (4.1%), monocytotropic
hrlichiosis - 12 cases (3.5%), murine typhus - 5 cases (1.5%)
nd Bartonella spp. infection - 3 cases (0.9%) were the other
ickettsial causes. EBV infection were 20 cases (5.7%). Par-
ovirus B19, CMV and M. pneumoniae infection, all with 13
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ases (3.8% each) were also frequently diagnosed. Toxoplas-
osis cases were 10 (2.9%) and Chlamydia pneumoniae 7
2%). Inﬂuenza, leptospirosis and enteric fever were 6 cases
ach (1.7%), followed by yellow fever vaccine reactions (5
ases - 1.5%). Seventy-seven cases (22.6%) remained incon-
lusive and a myriad of other disorders was identiﬁed in 34
atients (10%).
Conclusion: This study emphasizes the need of investigat-
ng a wide array of etiological agents rather than simplistic
yndromic approaches. High frequency of rickettsial infec-
ion and dengue fever were observed in this study.
oi:10.1016/j.ijid.2010.02.448
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ick-borne encephalitis virus in Mongolia
. Khasnatinov1,∗, D. Tserennorov2, P. Nymadavaa3, E.A.
chaporgina4, T. Glushenkova4, E. Arbatskaya4, J. Bataa3,
. Abmed3, G.A. Danchinova4, D. Otgonbaatar2
SC FHHR SD RAMS, Irkutsk, Russian Federation
National Center for Infectious diseases with natural foci,
laanbaatar, Mongolia
National Center for Infectious diseases, Ulaanbaatar, Mon-
olia
SC FHHR SD RAMS, Institute of Epidemiology and Microbi-
logy, Irkutsk, Russian Federation
Background: In Mongolia, Tick-Borne Encephalitis virus
TBEV) now causes approximately 20 cases of disease annu-
lly. The disease is registered at national level from 2001 and
5 cases occurred from 2005 to 2008. We studied main eco-
ogical, epidemiological and genetic characteristics of TBEV
n Mongolia.
Methods: Questing ticks were collected in forested
egions of Northern Mongolia by ﬂagging. The amount of
icks per 1 km was estimated and their species, gender and
tage were identiﬁed by morphology. Ticks and human serum
amples were analyzed by ELISA, RTPCR and sequencing.
Results: The natural foci of TBE are spread in Northern
art of Mongolia and linked to the Taiga Ticks I. persulca-
us distribution. The average tick abundance vary from 0,2
ick per km in Huvsgol aimag to 43 ticks per km in Selenge
imag with the most numerous tick populations in Selenge
nd Bulgan aimags. The average TBEV infection rate in ticks
n Selenge aimag is 5,5% and in Bulgan aimag - 4,4%. The
ates of TBEV infection for Tuv, Hentii, Orkhon and Huvs-
ol aimags are not established so far due to low Taiga tick
bundance in these territories. Several popular objects of
ilgrimage, international tourism and recreation were stud-
ed to evaluate the risk of human infection with TBEV and
marbayasgalant monastery (Selenge aimag) was found to
e of high risk.
The serological survey among 965 residents of Selenge
imag revealed that average 6,2% of people have the speciﬁc
ntibodies against TBEV.
The genetic characteristics of Mongolian TBEV from ticks
nd patient indicate that Far Eastern and Siberian subtypes
re common in Mongolia and viral populations are closely
elated to TBEV from neighbor regions of Russia — Buryat
epublic and Irkutsk Region.
